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Fig. S1. Storage phosphor autoradiogram from EMSA of recombinant human GR binding to a 27-bp oligonucleotide duplex containing the GILZ GRE1. Lanes
represent the following conditions, where * represents 32P labeling: 1, free *GRE DNA; 2, *GRE DNA  GR; 3, *GRE DNA GR  GRE DNA; 4, *GRE DNA  GR
 scrambled DNA; and 5–18, *GRE DNA  GR  polyamide 1 (lanes 5–11) or 2 (lanes 12–18) in concentrations increasing from 10 to 100 pM; 1, 10, or 100 nM,
and 1–10 M, respectively. A portion of this gel showing the GR-shifted bands is shown in Fig. 4.
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Fig. S2. WST-1 colorimetric assay of cell viability and proliferation. Cells were treated for 24 and 48 h with either compound 1 or 2 and subsequently assayed
for cell viability and proliferation by measuring the absorbance of the dye at max of 450 nm on a multiwell plate reader.
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Fig. S3. Timeline of cell treatment protocol used for RT-PCR, ChIP, and microarray assays.
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Table S1. Microarray fold changes under all treatment conditions of sequences affected >2-fold by dexamethasone and mifepristone
Sequence Accession no. Dex Mif 1 2 Sequence Accession no. Dex Mif 1 2
CDKN1C N33167 20.3 18.9 5.0 1.1 STOM M81635 3.5 2.8 1.8 1.5
FKBP5 NM004117 14.3 5.0 5.9 2.9 AKAP13 NM006738 3.5 2.6 4.1 3.1
RRAD NM004165 13.8 9.6 1.4 2.0 NEXN AF114264 3.5 2.9 4.4 3.2
DNAJC15 NM013238 13.7 12.1 15.4 2.4 244650at AA581439 3.5 3.1 2.2 1.1
TFCP2L1 AI928242 12.9 5.5 5.5 2.0 PKP2 NM004572 3.4 3.3 3.4 1.5
CDKN1C NM000076 12.6 7.8 3.6 1.0 THBD NM000361 3.4 2.3 1.3 1.9
FKBP5 W86302 12.1 5.2 5.8 2.1 ANKRD44 AU157224 3.4 3.1 5.8 5.5
RRAD NM004165 11.4 11.4 1.3 1.8 FOXO3 NM001455 3.4 2.5 2.4 2.1
FKBP5 AI753747 11.2 4.5 4.9 1.8 FGD4 AA296351 3.4 3.1 2.6 2.1
TSC22D3 AL110191 10.9 6.4 1.8 1.3 FOXO3 N25732 3.4 2.8 3.3 2.1
FGD4 AI949549 10.8 6.1 7.5 2.0 LOC283278 AI690465 3.4 2.6 5.9 2.5
CIDEC NM022094 8.4 4.7 5.4 4.0 KIAA1462 AL553774 3.4 3.4 1.9 2.4
CDKN1C N95363 8.3 5.8 2.6 1.3 FBXL16 AI613010 3.4 3.7 2.3 1.2
EDN3 NM000114 8.2 4.3 5.8 1.3 CEBPD AV655640 3.3 3.1 4.4 2.3
CDKN1C R78668 7.9 5.7 3.3 1.1 FOXO3 AV725666 3.3 2.9 3.4 1.9
PTGER4 AA897516 7.6 4.3 3.1 1.9 SNAI2 AI572079 3.3 3.1 2.0 2.0
FGD4 AI277617 7.6 5.8 6.9 1.6 BIRC3 U37546 3.2 2.8 1.9 1.4
FAM43A AW264102 7.2 3.9 1.2 1.5 CALD1 AL577531 3.2 2.5 3.0 2.3
METTL7A NM014033 6.6 3.2 7.2 1.8 TSC22D3 NM004089 3.2 3.0 1.6 1.3
UNC5B AK022859 6.6 4.8 1.1 2.0 227082at AI760356 3.2 2.1 4.1 3.7
FAM105A NM019018 6.5 4.6 2.8 1.2 ALPP NM001632 3.2 2.7 1.2 1.7
ANGPTL4 NM016109 6.3 3.4 1.6 1.5 ANPEP NM001150 3.2 2.6 1.9 1.4
ATAD4 NM024320 6.2 2.8 2.9 1.0 ZBTB20 AW499525 3.2 2.1 8.1 4.5
GOLSYN NM017786 5.9 3.6 5.1 1.6 CALD1 NM018495 3.2 2.8 3.1 2.0
RGS2 NM002923 5.5 4.2 1.4 1.6 RBM20 AI539118 3.2 3.1 4.5 3.8
CORO2A AL515381 5.4 3.4 3.1 1.2 MT1P2 AF333388 3.2 2.8 2.4 2.0
TFCP2L1 NM014553 5.2 3.5 3.2 1.5 MT1F M10943 3.2 2.8 2.5 1.9
ANGPTL4 AF169312 5.1 3.0 1.5 1.6 FLVCR2 NM017791 3.1 2.9 2.3 1.4
CDKN1C D64137 5.1 4.2 2.5 1.2 SERPINE1 NM000602 3.1 2.3 7.7 6.2
GMPR NM006877 5.0 3.1 1.1 2.1 213158at AA045174 3.1 2.2 21.5 5.7
RASSF4 N49935 4.9 4.4 6.0 2.0 MT1H NM005951 3.1 2.9 2.4 1.9
PER1 NM002616 4.9 2.6 1.3 1.1 MT2A NM005953 3.1 2.9 2.3 2.0
LOC286167 AV721528 4.5 3.9 1.2 1.0 KIAA0146 AI363213 3.1 2.7 4.1 1.8
ZFP36 NM003407 4.5 3.2 1.0 1.3 ABHD2 AI557319 3.1 2.2 3.6 3.1
CDH16 NM004062 4.4 4.3 2.6 1.4 GPR115 W67511 3.0 2.5 4.6 4.3
ACSL1 NM021122 4.3 2.8 4.5 2.0 FOXO3 BE888885 3.0 2.5 2.7 1.8
C13orf15 NM014059 4.3 4.4 2.0 1.2 CHST7 NM019886 3.0 2.7 1.7 1.9
MT1X NM002450 4.3 3.9 3.3 2.2 43511sat AI201594 3.0 2.2 2.9 1.1
GRAMD4 AB018310 4.2 4.3 1.1 1.4 213156at BG251521 3.0 2.0 10.6 4.8
SDPR BF982174 4.2 3.4 1.4 1.3 227121at BF476076 3.0 2.2 6.8 4.0
AKAP13 M90360 4.2 2.5 5.9 3.3 EPB41L4A NM022140 3.0 2.1 3.2 2.2
ACSL1 NM001995 4.1 2.9 4.2 2.0 AKAP13 AW575773 2.9 2.4 4.4 2.4
KCNB1 L02840 4.0 4.0 4.5 4.3 EPB41L4B AB032179 2.9 2.4 2.2 2.1
AKAP13 AK022014 4.0 2.3 4.8 3.1 SLC4A11 AF336127 2.9 2.8 1.4 1.1
DUSP1 AA530892 3.9 2.2 1.2 1.4 SH3TC1 NM018986 2.9 2.7 1.6 1.0
SDPR NM004657 3.9 2.9 1.4 1.2 ERRFI1 AL034417 2.9 2.0 1.2 1.0
MT1X NM005952 3.9 3.5 2.8 2.2 CALD1 NM004342 2.9 2.4 3.6 2.2
IGFBP1 NM000596 3.8 2.6 2.5 1.6 ETNK2 NM018208 2.9 2.6 2.6 1.5
ABHD2 AI832249 3.8 2.3 4.1 3.7 PALM2-AKAP2 NM007203 2.9 2.2 2.0 2.5
CDC42EP3 AI754416 3.7 2.2 3.6 1.9 MOBKL2B AI692878 2.9 2.7 6.0 5.1
PLEKHA7 AA758861 3.7 3.0 5.8 2.1 49111at N80935 2.9 2.1 2.7 1.0
STOM AI537887 3.7 2.7 1.8 1.5 BAIAP2 BC002495 2.8 2.5 1.2 1.1
CEP3 AI801777 3.7 2.3 3.7 1.6 GADD45A NM001924 2.8 2.6 1.2 1.3
REEP1 BE535746 3.6 3.0 6.6 3.8 TIPARP AL556438 2.8 2.2 2.3 1.6
LOC153346 AU157049 3.6 3.6 2.2 1.3 EPB41L4A AU144565 2.8 2.4 3.2 1.5
THBD NM000361 3.6 2.3 1.3 1.8 CEBPD NM005195 2.8 2.3 2.1 1.4
IL6R NM000565 3.6 2.6 2.9 2.1 PRKCD NM006254 2.8 2.1 1.1 1.2
RAB11FIP1 NM025151 3.6 2.9 1.2 1.3 MAOA AA923354 2.8 2.0 3.3 2.0
THBD AW119113 3.6 2.6 1.5 1.9 EMP1 NM001423 2.8 2.4 2.7 1.5
ABHD2 BE671816 3.6 2.3 4.2 3.3 LOC54492 AK026748 2.8 2.7 2.2 1.0
ARRB1 BE207758 3.5 2.6 4.5 2.2 ARRB1 BC003636 2.7 2.2 3.3 1.7
CDC42EP3 AL136842 3.5 2.2 3.3 2.0 SOCS1 AB005043 2.7 2.7 2.0 1.1
BAIAP2 AB017120 2.7 2.7 1.4 1.0 RHOU AB051826 2.2 2.1 1.1 1.0
EPB41L4B NM019114 2.7 2.3 2.3 1.9 DNER BF059512 2.1 2.3 3.4 2.6
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Sequence Accession no. Dex Mif 1 2 Sequence Accession no. Dex Mif 1 2
EMP1 BF445047 2.7 2.7 2.7 2.3 COBLL1 NM014900 2.1 2.1 3.0 2.1
KIAA1462 AL050154 2.7 3.3 2.3 2.5 BAIAP2 NM017450 2.1 2.6 1.3 1.2
ARRB1 NM004041 2.7 2.0 2.7 1.7 HSD11B2 NM000196 2.1 2.0 1.3 1.6
EMP1 NM001423 2.7 2.3 2.7 1.5 KIAA1545 AA527531 2.1 2.2 1.8 1.8
B3GNT5 BE672260 2.7 2.1 1.1 1.1 MAN1C1 NM020379 2.1 2.1 2.0 1.4
TFCP2L1 AW195353 2.7 2.2 2.3 1.8 PPL NM002705 2.1 2.3 1.9 1.4
SERPINE1 AL574210 2.6 2.1 3.9 6.0 FLVCR2 AW001026 2.1 2.1 1.6 1.3
NEXN NM144573 2.6 2.4 3.8 3.0 KIAA0232 D86985 2.1 2.1 3.1 1.4
IL6R AV700030 2.6 2.2 2.2 1.5 AKAP2 BE879367 2.1 2.1 1.9 2.2
RAB11FIP1 AA143793 2.6 2.8 1.1 1.3 GPR37 U87460 2.0 2.3 1.5 1.8
TNS4 AA158731 2.6 2.2 1.1 1.2 FOXA2 AB028021 2.0 2.0 1.5 1.3
NDRG1 NM006096 2.6 2.4 1.6 1.2 FZD7 AI333651 2.0 2.1 3.3 2.1
PLEKHA2 BF347859 2.5 2.1 2.8 2.6 LHX8 BC040321 2.0 2.0 1.1 1.2
ITGB4 AF011375 2.5 2.1 2.1 2.0 VASH2 AI961235 2.1 2.1 1.5 1.6
STARD13 AA128023 2.5 2.4 2.9 2.9 EDN1 NM001955 2.1 2.1 2.3 1.8
KIAA1462 AL553774 2.5 2.4 1.6 1.9 KCNK3 NM002246 2.1 2.9 1.4 1.3
LIFR AA701657 2.5 2.2 2.7 3.0 SLC40A1 AL136944 2.2 2.1 1.4 1.1
RHOB BI668074 2.5 2.1 1.1 1.7 FAM113B BF056901 2.2 2.0 1.4 1.1
CORO2A NM003389 2.5 2.1 1.8 1.0 TGFA NM003236 2.2 2.2 1.8 2.1
CKB NM001823 2.5 2.5 1.4 1.1 MYOCD AI093327 2.3 2.0 1.0 1.0
SEC14L2 NM012429 2.5 2.4 2.1 2.1 TGFB2 NM003238 2.3 2.3 1.1 1.1
CTGF M92934 2.5 2.9 2.9 2.2 LOC285513 AK026379 2.3 2.3 1.8 1.3
FOS BC004490 2.5 2.1 1.1 1.7 NEIL3 NM018248 2.4 2.0 2.7 1.6
MT1F BF246115 2.4 2.4 2.2 1.4 PTGS2 AY151286 2.4 2.2 3.3 1.8
MT1G NM005950 2.4 2.2 1.8 1.6 EDN1 J05008 2.5 2.1 2.7 2.0
SRGN J03223 2.4 2.0 1.3 1.3 RND1 U69563 2.5 2.3 2.3 1.5
PER2 NM022817 2.4 2.1 1.4 1.4 240173at AI732969 2.5 2.3 1.1 1.2
THBS1 NM003246 2.4 2.2 4.4 2.7 SLITRK6 AI680986 2.6 2.7 1.7 1.7
KIAA0232 AF143884 2.4 2.2 7.4 1.9 GREM1 AF154054 2.6 2.3 1.9 2.0
JPH2 AA716165 2.4 2.5 2.5 1.9 RBM24 AI677701 2.6 2.1 1.8 1.4
PACSIN2 BC008037 2.4 2.1 2.0 2.3 PTGS2 NM000963 2.7 2.5 3.7 2.0
THBS1 AV726673 2.4 2.2 3.8 2.5 HMOX1 NM002133 2.7 2.4 1.2 1.6
ZBTB20 AW974823 2.4 2.4 1.5 1.1 FAM84B AL039862 2.7 2.0 8.6 3.6
ARRB1 BF446943 2.4 2.1 2.4 1.8 LONRF2 AV709727 2.8 2.0 1.3 1.1
PACSIN2 NM007229 2.4 2.0 2.1 2.1 IER2 NM004907 2.8 2.2 3.1 1.5
AHNAK BG287862 2.3 2.1 1.5 1.4 HLCS AI682088 2.8 2.1 1.4 1.1
HPCAL1 NM002149 2.3 2.2 3.2 3.0 SLC7A11 AB040875 2.9 2.4 1.2 1.6
213817at AL049435 2.3 2.2 1.9 1.3 EREG NM001432 2.9 2.3 4.8 1.6
KLF6 BU683415 2.3 2.1 1.2 1.4 IER3 NM003897 3.0 2.3 5.4 3.5
KLF6 BG250721 2.3 2.0 1.2 1.3 GREM1 NM013372 3.0 2.5 1.0 1.5
LIFR AI680541 2.3 2.3 2.8 2.4 SLC7A11 AA488687 3.1 2.7 1.2 1.5
EMP2 NM001424 2.3 2.2 1.2 1.3 NR0B1 NM000475 3.2 2.6 2.2 1.2
LRRC8A AK024649 2.3 2.1 1.8 2.1 LOC644943 AA876179 3.2 2.8 1.8 1.2
SLC19A2 AF153330 2.3 2.1 1.2 1.1 MAFK BG231691 3.2 2.2 4.0 1.7
SLC22A5 NM003060 2.3 2.2 2.1 1.0 CYP24A1 NM000782 3.3 3.0 2.1 1.0
KLF4 BF514079 2.3 2.6 1.9 1.4 DIO2 AI038059 3.3 2.7 1.2 1.7
S100P NM005980 2.3 2.1 1.1 1.0 ID4 AL022726 3.4 2.4 1.5 1.4
MOBKL2B AI375115 2.3 2.2 3.3 3.5 TGFB2 M19154 3.6 3.3 1.0 1.3
TMEM43 W74580 2.3 2.2 1.4 1.3 NAV3 NM014903 3.8 2.1 1.0 1.2
MT1E AL031602 2.2 2.3 1.8 1.6 NR4A2 AI935096 3.9 2.5 40.9 5.8
ITGB4 NM000213 2.2 2.1 1.5 1.5 TM4SF20 NM024795 4.2 3.6 1.0 1.2
EPB41L4A NM022140 2.2 2.1 1.9 1.6 SOX2 AI669815 4.3 2.7 1.2 1.1
KLHL29 BE465475 2.2 2.3 4.9 4.1 MYOCD AI452798 4.6 3.1 1.5 1.3
GPR115 NM153838 2.2 2.0 3.1 2.8 ST8SIA4 AA552969 5.3 3.8 1.2 1.2
RHOU AL096776 2.2 2.4 2.5 1.3 ST8SIA4 AA352113 5.6 5.1 1.2 1.4
RHOB AI263909 2.2 2.4 1.1 1.5 NR4A2 NM006186 5.7 3.2 53.5 7.0
AKAP2 BG540494 2.2 2.3 2.1 2.0 ST8SIA4 AI422986 5.9 4.6 1.3 1.3
ENTPD2 AW134837 2.2 2.3 1.7 1.5 IL11 NM000641 5.9 2.3 1.1 1.1
KCNG1 AI332979 2.2 2.1 1.5 1.1 NR4A2 S77154 6.0 3.1 63.6 7.0
TMEM43 AA115485 2.2 2.1 1.4 1.3 GDF15 AF003934 8.4 4.9 16.2 5.7
ST3GAL1 NM003033 2.2 2.2 1.0 1.2 229242at BF439063 9.2 7.6 2.1 1.9
Accession numbers given are Affymetrix accession numbers.
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